NOTES ON THE FIGURES


The originals for almost all the figures in this supplement can be requested from me (Bolander@sc.edu).  They carry the same designation as is found in the text; i.e., Figure 3-7 is named F3-7.  Some small figures are inserted into para​graphs without a figure number; they carry the designation, S (for supple​mental), and the figure number immediately preceding it.  For example, F3-8S is the first unnumbered figure following F3-8.  A Table of Contents of Figures is given below to help you locate figures you want.  Most of the figures were created with an early version of Visio (*.vsd) and then converted to *.wmf for incorporation into Word, as the latter appears to give the sharpest image in Word.  Some chemical structures were drawn with Isis (now Accelrys), printed, scanned and converted to *.jpg for incorporation into Word.  Please let me know which format you want.


If you wish to modify a figure, you will need Visio and/or Accelrys, as appropriate.  The current versions of these programs will recognize and open the older files; however, some minor corruption may occur (text spacing and font are the most common problems).  Therefore, please carefully proof the converted figure before proceeding with your modifications.
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